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RENILLA LUCIFERASE AND GREEN FLUORESCENT PROTEIN FUSION GENES 
CROSS-REFERENCE TO RELATED APPLICATIONS 
The present Application is a International Application corresonding to United 
States Patent Application 08/771,850, filed December 23, 1996, entiUed ^-The Construction 
and Expression of Renilla Luciferase and Green Fluorescent Protein Fusion Genes"; and is a 
Continuation-in-part of United States Provisional Patent Application 60/027,657, filed October 
4, 1996, entitled "The Construction and Expression of Renilla Luciferase and Green 
Fluorescent Fusion Genes in E, coli and Mammalian Cells," the contents of which are 
incorporated herein by reference in their entirety. 

BACKGROUND 

Green Fluorescent Protein (GFP) is a light emitting protein purified from the 
jellyfish Aequorea victoria, GFP can emit green light by accepting energy transfer from 
sources that include exogenous blue light and Renilla luciferase catalyzed reactions. The gene 
5 for GFP was cloned and its cDNA is a powerful reporter gene in a variety of living systems, 
includmg bacteria, fungi, and mammalian tissues. The UV light stimulated GFP fluorescence 
does not require cofactors and the gene product alone can be sufficient to allow detection of 
living cells under the light microscope. 

By modifying the wild type GFP protein, red-shifted GFP variants with bright 

10 emission have also been produced. These variants include EGFP, GFPS65T and RSGF. 
Recently, GFP was expressed in a human cell line and in vivo. C. Kaether, H.H. Gerdes, 
Visualization of protein transpon along the secretory pathway using green fluorescent protein. 
FEBS-Leu, 1995; 369:267-71. "Humanized" GFP was synthesized with nucleotide changes 
that did not change the amino acid sequences with one exception, 

^5 Renilla luciferase is an enzyme purified from Renilla reniformis. The enzyme 

catalyzes die oxidative decarboxylation of coelenterazine in the presence of oxygen to produce 
blue light with an emission wavelength maximum of 478 nm. In Renilla reniformis cells, 
however, this reaction is shifted toward the green with a wavelength maximum of 510 nm due 
to an energy transfer to a Green Fluorescent Protein. 

20 The gene for Renilla luciferase {rue) was cloned and its cDN A was shown to be 

useful as a reporter gene in various living systems. D.C, Prasher, V.K. Eckenrode, W.W, 
Ward, F.G. Prendergast, M.J. Cormier, Primary structure of the Aequorea victoria green- 
fluorescent protein- Gene 1992; 111:229-33. By providing appropriate promoters to the 
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cDNA as gene cassettes, the gene was expressed in bacteria, transfonned plant cells and 
mammalian cells. The high efficiency of Renilla luciferase is a useful trait as a marker 
enzyme for gene expression studies. 

Given the properties of GFP and Renilla luciferase. it would be useful to have a 
smgle protein combining the functions of both Renilla luciferase enzymes and GFP to monitor 
gene expression quantitatively by UV light excitation or qualitatively by enzyine activity 
measurements 

SUMMARY 

According to one embodiment of the present invention, there are provided 
fusion gene constructs comprising the cDNA of Renilla luciferase and the cDNA of the 
"humanized" Aeguorea green fluorescem protein. The fusion gene constructs were used to 
transform both prokao^otic and eukaiyouc cells. One construct was expressed as a polypeptide 
havmg a molecular weight of about 65 kDa. This polypeptide, the "Reniila-GFP fusion 
protein,- was bifunctional, displaying both the luciferase activity of Renilla luciferase and the 
green fluorescence of GFP. The Renilla-GFP fusion gene is useful as a double marker for 
monitoring gene expression in living cells and quantitatively by enzymatic activity. 

The invention includes a protein comprising a polypeptide having both 
luciferase and GFP activities, or biologically active variants of a polypeptide having both 
luciferase and GFP, or a protein recognized by a monoclonal antibody having affinity to the 
polypeptide having both luciferase and GFP activities. The polypeptide can be made by 
recombinant DNA methods. 

The invemion further includes a high affinity monoclonal antibody that 
immunoreacts with the polypeptide. The antibody can have an Fc portion selected from the 
group consisting of the IgM class, the IgG class and the IgA class. The invention also 
includes a high affinity monoclonal antibody that immunoreacts with a polypeptide having both 
luciferase and GFP activities. 

The invention further includes a polynucleotide sequence coding for a 
polypeptide having both luciferase and GFP activities, or its complementaor strands, and a 
polynucleotide sequence that hybridizes to such a sequence and that codes on expression for a 
polypeptide having both luciferase and GFP activities, or its complementary strands. 

The invention further includes a purified and isolated DNA molecule 
comprising a polynucleotide coding for a polypeptide having both luciferase and GFP 
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activities, or its complementary strands. The polynucleotide can comprise the sequence as set 
forth in SEQ ID N0:1. 

The invention further includes a vector containing a DNA molecule coding for a 
polypeptide having both luciferase and GFP activities. The polynucleotide can comprise the 
sequence as set forth in SEQ ID NO. 1 . The vector can be used to stably transform or 
transiently transfect a host cell. 

The invention further includes a method of making a polypeptide having both 
luciferase and GFP aaivities. The method comprises the steps of. first, culturing a 
microorganism transformed with a polynucleotide vector containing a gene cassette coding for 
a polypeptide having both luciferase and GFP activities. Next, the polypeptide having both 
luciferase and GFP activities is recovered. 

The invention further includes a method of quantifying promoter activations and 
GFP fluorescence based on luciferase activity measurements. The method comprises the step 
of providing the polypeptide according to the present inveiuion. 

The invention further includes a method of making a monoclonal antibody that 
iramunoreacts with a polypeptide having both luciferase and GFP activities. The method 
comprises the steps of. first, administering to a host a polypeptide having both luciferase and 
GFP activities in an amount sufficient to induce the production of antibodies to the polypeptide 
from the host's antibody-producing cells. Next, the antibody-producing cells are recovered 
from the host. Then, cell hybrids are formed by fusing the antibody-producing cell to cells 
capable of substantially unlimited reproduction. Then, the hybrids are culmred. Next, the 
monoclonal antibodies are collected as a product of the hybrids. 

The invention fiinher includes a method of monitoring gene expression 
quantitatively and qualitatively in a cell using a gene fusion constnict coding for a polypeptide 
having both luciferase and GFP activities. The method comprises the steps of, first, providing 
a gene fusion constnict coding for a polypeptide having both Renilla luciferase and GFP 
activity. Next, the gene fusion construct is introduced into the cell. Then, Uie cell containing 
the gene fusion construct is mamtained in a manner allowing the cell to express the 
polypeptide. Then, the cell is measured for luciferase and fluorescent activity. The construct 
30 can include a polynucleotide sequence as set forth in SEQ ID NO: 1 . 

The invention further includes a method of monitoring gene expression 
quantitatively and qualitatively in a cell using a gene fusion construct coding for a polypeptide 
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having both luciferase and GFP activities. The method comprises the steps of, first, providing 
a gene ftision construct coding for a polypeptide having both luciferase and GFP activities 
Next, the gene fusion construct is introduced into the cell. Then, the cell containing the gene 
fusion construct is maintained in a manner allowing the cell to express the polypeptide. Next, 
the cell is measured for luciferase and fluorescent activity. 

FIGURES 

These and other features, aspects and advantages of the present invention will 
become better understood with regard to the following description, appended claims, and 
accompanying figures where: 

Figure 1 is a schematic diagram showing the construction of a Renilia luciferase 
and -humanized" GFP fusion gene cassette accoixling to the present invention for gene 
expression in E. coli where "RG." top, is the fusion gene cassette with the Renilia luciferase 
coding sequence (mc) at the 5' terminus, and "GR," bottom, is the fusion gene cassette with 
the GFP coding sequence (gfpj at the 5' terminus; 

Figure 2 is a schematic diagram showing the construction of Renilia luciferase 
and "humanized" GFP fusion gene cassette according to the present invention for gene 
expression in mammalian cells where -RG." top, is the fusion gene cassette with the Renilia 
luciferase coding sequence (mc) at the 5' terminus, and "GR," bottom, is the fusion gene 
cassette with the GFP coding sequence (gfp,) at the 5' terminus; 

Figure 3 is a map of the plasmids used for cloning and expression of the RG 
gene construct in E. coli (top) and the GR gene construct in E. coli (bottom); 

Figure 4 is a map of the plasmids used for cloning and expression of the RG 
gene construct in mammalian systems (top) and the GR gene construct in mammalian systems 
(bottom); 

Figure 5 are photomicrographs of cells transformed by the fusion genes using 
fluorescence microscopy and fluorescence imaging to show GFP activity; 

Figure 6 are bar graphs of luciferase activity of the fusion gene consinicts in E. 
coli (top) and mammalian cells (bottom); 

Figure 7 is a spectroscopic measurement of Renilia luciferase activity and GFP 
30 activity in E. coli; 

Figure 8 is a Western blot showing the detection of fusion gene expression in E 
coli using Sinti-Renilla luciferase antibody; 
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Figure 9 are photomicrographs of mouse embryonic stem cells using 
fluorescence image analysis demonstrating the expression of the RG fusion gene; and 

Figure 10 are photomicrographs of mouse embryos using fluorescence imace 
analysis demonstrating the expression of the RG fusion gene. 

DESCRIPTION 

According to one embodiment of the present invention, there is provided a 
fusion gene comprising the cDNA of Renilla luciferase and the cDNA of the •'humanized" 
Aequorea green fluorescent protein. According to another embodiment of the present 
invention, there is provided a single polypeptide that exhibits both Renilla luciferase and GFP 
activities. This biftinctional polypeptide can facilitate the identification of transformed cells at 
the single cell level, in cell cultures, transformed tissues and organs based on fluorescence of 
the polypeptide; At the same time, the polypeptide can also be used to quantify promoter 
activations and GFP fluorescence based on luciferase activity measurements. 

The cDNA of Renilla reniformis luciferase (rue) has been cloned and used 
successfially as a marker gene in a variety of transgenic species. See, for example, Lxjrenz. 

'^^^Cami, R.O,, Longiam, M. and Comiier, M J. Isolation and expression of a cDNA 
encoding Renilla reniformis luciferase, Proc, Natl. Acad. Sci, USA 1991; 88:4438-4442; 
Mayerhofer, R., Langridge, W.H.R,, Cormier, M.J., and Szalay, A. A. Expression of 
recombinant Renilla luciferase in transgenic plants results in high levels of light emission. The 
Plant Journal 1995; 7:1031-1038; and Lorenz, W.W.; Comiier, M.J., O'Kane, D.J,, Hua, 
D., Escher, A. A.Szalay, A. A. Expression of the Renilla reniformis luciferase gene in 
mammalian cells. J. Biolumin. Chemilumin. 1995; 11:31-37, incorporated herein by 
reference in their entirety. Similarly, the transfer and expression of Green-Fluorescent-Protein 
(GFP) cDNA from Aequorea victoria resulted in high levels of GFP in transformed cells that 
allowed convenient visualization of individual cells under the microscope. See, for example, 
Chalfie, M., Tu, Y., Euskirchen, G., Ward, W,W. and Prasher, D.C. Green fluoresceni 
protein as a marker for gene expression. Science 1994; 263:802-805, incorporated herein by 
reference in its entirety. 

The present invention involves the production of fusion genes from the cDN A 
of Renilla (rue) and the cDNA of the "humanized" Aequorea GFP (gfp^). A description of 
"humanized- Aequorea GFP (gfp^) can be found, for example, in Zolotukhin, S., Potter, M., 
and Huaswirth, W.W., Guy, J., and Muzyczka, N, A "humanized" green fluorescent protein 
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cDNA adapted for high-levei expression in mammalian cells. J. Virology 1996; 70:4646- 
4654. incorporated herein by reference in its entirety. 

The first ftision gene, designated the "RG fusion gene," SEQ ID NO: 1 and 
shown at the lop of Figures 1 and 2, contains the Renilla cDNA linked at the modified 3' end 
to a fifteen polynucleotide linker sequence encoding five amino acids. Ala-Ala-Ala-Ala-Thr 
residues 312-316 of SEQ ID NO:l. followed by the 5' end of the intact GFP cDNA. The 
second ftision gene, designated the "OR fusion gene." SEQ ID NO:2 and shown at the bottom 
of Figures 1 and 2, contains the cDNA of GFP linked to a twenty-seven polynucleotide linker 
sequence encoding nine amino acids. Gly-Try-GIn-Ile-Glu-Phe-Ser-Leu-Lys. residues 239-247 
of SEQ ID N0:2. followed by the 5' end Renilla cDNA. Both genes were placed into 
prokaryotic pGEM-52f(-f-) and eukaryotic pCEP4 expression vectors, and transformed into £. 
coli, and various mammalian cell lines, and microinjected into mouse embryos. PT, was the 
bacterial T7 promoter used for gene expression. P,„, was the CMV promoter used for gene 
expression in mouse fibroblast cells, embryonic stem cells and mouse embryos. 

Unexpectedly, only cells transformed with the RG ftision gene gave strong 
fluorescence while the cells containing the GR ftision gene exhibited minimal response to UV 
light under the microscope. In contrast, iuciferase measurements in homogenates of cells 
transformed with RG gene cassettes or with GR gene cassettes were indistinguishable ft-om 
each other in both bacteria! and mammalian cells. Further, spectrofluorimeter data indicated 
that there was energy transfer between Renilla Iuciferase and GFP in the RG fusion gene 
containing cells but did not indicate such energy transfer in cells containing the GR fusion 
gene. The protein expressed in the RG fusion gene containing cells was analyzed and found to 
be,a 65 kDa polypeptide. A detailed description of the construction and expression of the 
fusion genes, and analyses of their protein products is given below. 
Production of the FiK ion Gene ronstructs- 

The. vectors used for cloning and expression of the gene constructs in E. coli 
and mammalian systems were pGEM-5zf(+) (Promega) and pCEP4. respectively. Figure 3 is 
a map of the plasmids used for cloning and expression of the RG gene construct in E. coli, 
pGEM-5zf(-t-)-RG (top) and the map of the plasmids used for cloning and expression of the 
GR gene construct in E. coli, pGEM-5zf(+)-GR (bottom). Both were under the 
transcriptional control of T7 promoter. The E. coli strains which were transformed were 
DLTlOl and DH5a. 
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Similarly, Figure 4 is a map of the plasmids used for cloning and expression of 
the RG gene construct in mammalian systems, pCEP4-RG (top), and a map of the plasmids 
used for cloning and expression of the GR gene construct in mammalian systems, pCEP4*GR 
(bottom). Both were under the transcriptional control of CMV promoter. The mammalian 
5 cell line that was transformed was LM-TK' embryonic stem cells and embryos. 

Five primers were designed for cloning the RG and GR gene constructs. Single 
underlines indicate Shine-Dalgarno sequences. Double underlines indicate ihc restriction sites 
The Stan codons are in bold. Sequences in bold italics indicate the removal of stop codons 
from both rue and gfp^^ genes. 
10 Primer 1, SEQ ID NO:3: RUC5: 5' CTGCAG (Psd) 

AQQAggAATTCAGCTTAAAGATG3 ' 
Primer 2, SEQ ID NO:4: RUC3: S' GCGGCCGC (Not I) TTG TTC ATTTTTGAGAAC3 ' 
Primer 3. SEQ ID NO:5: GFP5:5 G GGGTACC (Kpnl) 

CCATG AGCAAGGGCGAGGAACT3 ' 
15 Primer 4, SEQ ID NO:6: GFP3: 5 G GGGTACC (Kpnl) 

CC77GTACAGCTCGTCCATGCCA3 • 
Primer 5, SEQ ID NO:7: GFP5a 5' CCCGGG (Smal) 

A£KiAQGTACCCC ATG AGC A AG3 • . 
The Renilla luciferase-GFP fusion gene (RG gene cassette) and the GFP- 
20 Renilla luciferase fusion gene (GR gene cassette) were constructed by removing the stop 
codons, and by adding restriction sites and Shine-Dalgamo sequences to the 5* end of the 
cDNAs using PGR according to techniques known to those with skill in the art. The PGR 
products were cloned using the pGEM-T system (Promega Corporation, Madison, WI). 
Primers were designed so that the downstream cDNA is in frame with the upstream cDNA. 
25 The linker sequences are shown in Figures 1 and 2 and described above. After cloning, the 
RG and GR gene cassettes were under the transcriptional control of T7 in pGEM-5zf(4-) 
vector and CMV in pCEP4 vector, which were used for expression in £. coli and mammalian 
cells, respectively, 

Petemiination of activitv of fusion genes and their come5;pnn diny protftin product^: ! 
30 GFP activity in vivo v/zs visualized as follows. E. coli strain DH5a was 

transformed with the plasmids pGEM-5zf(+)-RG and pGEM-5zf(-l-)-GR, Positive colonies 
were identified and cultured in LB medium with 100 fig/ml of ampicillin selection, according 
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to techniques known to those with skill in the art. Twelve hours later, one drop of E. col 
culture was put on a slide and visualized by fluorescent microscopy at 1000 x maeniHcation 
LM-TK- cells were transfected with plasmids pCEP4-RG and pCEP4-GR using calcium 
phosphate methods known to those with skill in the art. The culture dishes were monitored 
usmg an mvened fluorescent microscope 12 houre after the transfection. 

Luciferase activity was assayed as follows. An aliquot of transfonned E coli 
was used for a luciferase assay in a Turner TD 20e luminometer (Turner Designs, Sunnyvale 
CA), both before and after IPTG induction. The results wen. recorded as relative light units ' 
Mammalian cells harvested 36 hrs after transfection were measured for luciferase activity 

Corrected emission spectra were detected spectrofluorimetrically using a SPEX 
fluorolog spectrofluorimeter operated in the ratio mode. Fluorescence emission was excited at 
390 mn. Broluminescence emission was recorded with the excitation beam blocked followino 
the addition of 0.1 ^g of coelenterazine in acidified methanol. Five spectra were averaged for 
each sample over a wavelength range from 400 to 600 nm. 

The fusion proteins were isolated and immunoacrivity detected as follows 1 ml 
of E. coli (OD«„=1.0) was harvested. 400 ^1 of cell suspension buffer (O.IM NaCI 0 01 M 
Trls-HCl pH 7.6. 0.001 MEDTA. 100 ,g/ml PMSF) and 100 ^1 of loading buffer (50 mM 
Tns-HCl pH 6.8, 2% SDS, 10% glycerol. 5% 2-mercaptoethanoI) were added. The samples 
were borled for 4 min and loaded to a 7.5%-20% gradient SDS-polyacrvIamide gel 
Polyclonal .nu-Renilla luciferase was used as the primary antibody for detection and .oat 
peroxidase anti-IgO (anti-rabbit) as the secondary amibody. 

Referring now to Figure 5. there are shown photomicrographs of GFP activity 
in transformed £. coli cells (5A, left side) and LM-TK" mouse fibroblast cells (5B. right side) 
by-fluorescence microscopy and fluorescence imaging. As can be seen, individual E coli cells 
and mammalian cells transformed with the RG fusion gene construct exhibited strong green 
fluorescence under oil immersion, 

Refemng now (o Figure 6. there are shown bar graphs of luciferase activicy of 
.he gene cons,n,c,s in E. coU (.op) and mammalian cells (bottom,. The whi,e bars indicare 
acuvtty before p,Omo«r inducion. The bUck bars indicate acUviry after promoter inducion 
AS can be seen, cells transformed with rhe RO fission gene constn.c. have significam luciferase 
acvtty. Which is reduced 3-fold in the cells transformed with the OR fusion gene construct 
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Referring now to Figure 7, there is shown a spectroscopic measurement of 
Renilla luciferase activity and GFP activity in £. coli transformed with various gene 
constructs. As can be seen, cells containing Renilla luciferase gene (shon dashes) show only 
one emission peak at approximately 478 nm. Cells containing the GR gene fusion construct 
5 (light solid) also show one emission peak at approximately 478 nm, indicating Renilla 

luciferase activity only. By contrast, cells containing the RG gene fusion construct (heavy 
solid) show an emission peak at approximately 510 nm with excitation at 350 mn. Cells 
containing the RG gene fusion construct with the addition of coelanterizine (long dashes) show 
emission peaks at both approximately 478 nm and 510 nm indicating that the enercy transfer 

10 between Renilla luciferase and GFP occurred in these cells. The lack of GFP activity in GR 
gene cassette transformed cell lines could be due to incorrect folding, due to the requirement 
for a free GFP C-icrminus, or due to interference of the linker polypeptide with GFP activity 
in the fusion protein, among other possible explanations. 

Referring now to Figure 8, there is shown a western blot used to detect fusion 

15 gene expression in E. coli using znix-Renilla luciferase antibody. Reading from left to right, 
the •'C" lane shows the total protein extracted from non-transformed £. coli cells. The "R" 
lane shows the total protein extracted from £. coli cells transformed with the rue gene alone. 
The "G* lane shows the total protein extracted from £. coli cells transformed with the gfp^^ 
gene alone. The "RG" lane shows the total protein extracted from £. coli cells transformed 

20 with the RG fusion gene cassette. The "GR" lane shows the total protein extracted from E, 
coil ceils transformed with the GR fusion gene cassette. 

As can be seen, protein extracted from E, coli cells transformed with the rue 
gene alone produced a band with a molecular weight of about 34 kDa. Protein extracted from 
£. coli cells transformed with the RG fusion gene cassette produced a band with a molecular 

25 weight of about 65 kDa. Protein extracted from £ coli cells transformed with the GR fusion 
gene cassette produced a band with a molecular weight of about 34 kDa. These data imply that 
cells transformed with the GR fusion gene cassette produced luciferase but did not produce 
ftision protein. Such a lack of fusion protein production by cells transformed with the GR 
fusion cassette would explain the lack of green fluorescent activity in these cells. 

30 Referring now to Figure 9, there are shown photomicrographs using 

fluorescence image analysis demonstrating the expression of the RG fusion gene in mouse 
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embn-onic sten, cell. ,ra„sfon„ed by elecTopora.ion procedures. Transfo^ed colonies were 
selected based on GFP activity under nuoresce™:e microscopy. 

Referring now ,o Figure 10. there are shown photomiet^gt^phs using 
fluorescence tmage analysis demonstrating the exptession of the RG tuston genes in mouse 
emb^os. The entbryos were injected with the linearised RO plasmid, and M .Uro cultured 
Tlte expression of GFP activity was ntoniton^ daily by fluotescent nticroscop^and recorded 
by an imaging collection system. ecoraea 

Based on this data, we conclude that the RO ftision comtnict disclosed herein 

.ha xhibits both Renma luciferase and GFP activity. THis bi,.«lo„al polypeptide IsTu^ - 
.001 for identification of transformed cells at the single eel, level based on fllsce t 
allows the simultaneous quantification of promoter activation in transfonned tissues and 
uansgenic organisms by measuring luciferase activity. The dual mnction of this protein allows 
.he monitoring of bacterial cells in their living hosts and the differentiation of cells in the 

developing embryo and throughout the entire animal. 

Although the presem invention has been discussed in considetable deuil with 

reference to ceruin pt^fetred embodiments, other embodiments are possible, "merefore the 

spint and scope of-the appended claims should not be limited to the description of prefened 

embodiments contained herein. 
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(C) REFERENCE /DOCKET NUMBER: 11785-lPCT 
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(2) INFORMATION FOR SEQ ID NO:l: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 1665 base pairs 

(B) TYPE: nucleic acid 
(C> STRANDEDNESS: single 

(D) TOPOLOGY: linear 

<xi) SEQUENCE DESCRIPTION: SEQ ID NO:l: 
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ATG ACT TCG AAA GTT TAT GAT CCA GAA CAA AGG AAA CGG ATG ATA ACT 
Met Thr Ser Lys Val Tyr Asp Pro Glu Gin Arg Lys Arg Met lie Thr 
15 10 15 

GGT CCG CAG TGG TGG GCC AGA TGT AAA CAA ATG AAT GTT CTT GAT TCA 9 6 

Gly Pro Gin Trp Trp Ala Arg Cys Lys Gin Met Asn Val Leu Asp Ser 
20 25 30 

TTT ATT AAT TAT TAT GAT TCA GAA AAA CAT GCA GAA AAT GCT GTT ATT 144 
Phe He Asn Tyr Tyr Asp Ser Glu Lys His Ala Glu Asn Ala Val He 
35 40 45 

TTT TTA CAT GGT AAC GCG GCC TCT TCT TAT TTA TGG CGA CAT GTT GTG 192 
Phe Leu Hxs Gly Asn Ala Ala Ser Ser Tyr Leu Trp Arg His Val Val 
50 55 60 

CCA CAT ATT GAG CCA GTA GCG CGG TGT ATT ATA CCA GAT CTT ATT GGT 2 40 

Pro His He Glu Pro Val Ala Arg Cys He He Pro Asp Leu He Glv 
65 70 75 so 

ATG GGC AAA TCA GGC AAA TCT GGT AAT GGT TCT TAT AGG TTA CTT GAT 288 
Met Gly Lys Ser Gly Lys Ser Gly Asn Gly Ser Tyr Arg Leu Leu Asp 
85 90 95 
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GAA GAT GCA CCT GAT GAA ATG GGA AAA TAT ATC AAA TCG TTC GTT GAG 
Asp Ala Pro Asp Glu Met Gly Lys Tyr He Lys Ser Phe Val Glu 

295 300 

CGA GTT CTC AAA AAT GAA CAA GCG GCC GCC GCC ACC ATG AGC AAG GGC 
Ar| val Leu Lys Asn Glu Gin Ala Ala Ala Ala Thr Met Ser G^y 

r"^?, '^'^'^ '^'''^ '^'^ ""^^ ^'^'^ ATT CTC GTG GAA CTG gAt GGC 

Glu Glu Leu Phe Thr Gly Val Val Pro He Leu Val Glu Leu a2p gIv 
325 330 33^ ^ 

GAT GTG AAT GGG CAC AAA TTT TCT GTC AGC GGA GAG GGT GAA GGT GAT 
Asp Val Asn Gly His Lys Phe Ser Val Ser Gly Glu Gly Glu Glv Asn 
340 345 350 ^ 



336 



384 



480 



CAT TAG AAA TAT GTT ACT GCA TGG TTT GAA CTT CTT AAT TTA CCA AAG 
H.s Tyr Lys Tyr Leu Thr Ala Trp Phe Glu Leu Leu Asn Leu Pro 
100 105 HO 

AAG ATC AAT TTT GTC GGC CAT GAT TGG GGT GCT TGT TTG GCA TTT CAT 
Lys He lie Phe Val Gly His Asp Trp Gly Ala Cys Leu Ala Phe His 
lis 120 125 

TAT AGC TAT GAG CAT CAA GAT AAG ATC AAA GCA ATA GTT CAC GCT rno 
Tyr ser Tyr Glu His Gin Asp Lys He Lys Ala He vll hTs aJI 
^■^^ 135 140 

AGT GTA GTA GAT GTG ATT GAA TCA TGG GAT GAA TGG CCT GAT ATT GAA 
ser val Val Asp Val He Glu Ser Trp Asp Glu Trp Pro Sp 111 gJ^ 

150 155 160 

GAA GAT ATT GCG TTG ATC AAA TCT GAA GAA GGA GAA AAA ATG GTT TTG 
Glu Asp He Ala Leu He Lys Ser Glu Glu Gly Glu Lys Met Val llu 
165 170 

GAG : AAT AAC TTC TTC GTG GAA ACC ATG TTG CCA TCA AAA ATC ATG ACA 
Glu Asn Asn Phe Phe Val Glu Thr Met Leu Pro Ser Lys He Se? aS 
180 185 190 

AAG TTA GAA CCA GAA GAA TTT GCA GCA TAT CTT GAA CCA TTC AAA GAG 
Lys Leu Glu Pro Glu Glu Phe Ala Ala Tyr Leu Glu Pro Phe L^ SJu 
195 200 205 

AAA GGT GAA GTT CGT CGT CCA ACA TTA TCA TGG CCT CGT GAA ATC CCG 
Lys Gly Glu val Arg Arg Pro Thr Leu Ser Trp Pro Arg Glu ?IJ Pro 

215 220 

llu vlt ^ ^f^ '^f'^ ^ ^^"^ <^TT °™ CAA ATT GTT AGG AAT TAT 

Leu Val Lys Gly Gly Lys Pro Asp Val Val Gin He Val Arg Asn Tyr 

230 235 240 

Z^"^ ^'^^ ^'^^ '^^T ^AT GAT TTA CCA AAA ATG TTT ATT GAA 

Asn Ala Tyr Leu Arg Ala Ser Asp Asp Leu Pro Lys Met Phe He Glu 
245 250 255 

TCG GAT CCA GGA TTC TTT TCC AAT GCT ATT GTT GAA GGC GCC AAG AAG 
ser Asp Pro Gly Phe Phe Ser Asn Ala He Val Glu Gly Ala 
260 265 270 

TTT CCT AAT ACT GAA TTT GTC AAA GTA AAA GGT CTT CAT TT- TCG CAA 
Phe Pro Asn Thr Glu Phe Val Lys Val Lys Gly Leu His Ph; llr 

280 285 



576 



624 



672 



720 



768 



81G 



864 



912 



960 



lOOO 



1056 
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GCC ACA TAG GGA AAG CTC ACC CTG AAA TTC ATC TGC AGO ACT GGA AAG 1104 
Ala Thr Tyr Gly Lys Leu Thr Leu Lys Phe lie Cys Thr Thr Gly Lys 
355 360 365 

CTC OCT GTG CCA TGG CCA ACA CTG GTC ACT ACC TTC ACC TAT GGC GTG 1152 
Leu Pro Val Pro Trp Pro Thr Leu Val Thr Thr Phe Thr Tyr Gly Val 
370 375 380 

CAG TGC TTT TCC AGA TAC CCA GAC CAT ATG AAG CAG CAT GAC TTT TTC 12 00 

Gin Cys Phe Ser Arg Tyr Pro Asp His Met Lys Gin His Asp Phe Phe 

390 395 400 

AAG AGC GCC ATG CCC GAG GGC TAT GTG CAG GAG AGA ACC ATC TTT TTC 15>4r 
Lys Ser Ala Met Pro Glu Gly Tyr Val Gin Glu Arg Thr lie Phe pTie 
405 410 415 

AAA GAT GAC GGG AAC TAC AAG ACC CGC GCT GAA GTC AAG TTC GAA GGT 
Lys Asp Asp Gly Asn Tyr Lys Thr Arg Ala Glu Val Lys Phe Glu Glv 
420 425 430 

GAC ACC CTG GTG AAT AGA ATC GAG CTG AAG GGC ATT GAC TTT AAG GAG 
Asp Thr Leu Val Asn Arg lie Glu Leu Lys Gly lie Asp Phe Lys Glu 
435 440 445 

GAT GGA AAC ATT CTC GGC CAC AAG CTG GAA TAC AAC TAT AAC TCC CAC 13 92 

Asp Gly Asn lie Leu Gly His Lys Leu Glu Tyr Asn Tyr Asn Ser His 
450 455 460 

AAT GTG TAC ATC ATG GCC GAC AAG CAA AAG AAT GGC ATC AAG GTC AAC 1440 
Asn Val Tyr lie Met Ala Asp Lys Gin Lys Asn Gly He Lys Val Asn 
^" 470 475 480 

TTC AAG ATC AGA CAC AAC ATT GAG GAT GGA TCC GTG CAG CTG GCC GAC 14 88 

Phe Lys He Arg His Asn He Glu Asp Gly Ser Val Gin Leu Ala Asp 
485 490 495 

CAT TAT CAA CAG AAC ACT CCA ATC GGC GAC GGC CCT GTG CTC CTC CCA 1536 
His Tyr Gin Gin Asn Thr Pro He Gly Asp Gly Pro Val Leu Leu Pro 
SOO 505 510 

GAC AAC CAT TAC CTG TCC ACC CAG TCT GCC CTG TCT AAA GAT CCC ACC 1584 
Asp Asn His Tyr Leu Ser Thr Gin Ser Ala Leu Ser Lys Asp Pro Asn 
515 520 525 

GAA AAG AGA GAC CAC ATG GTC CTG CTG GAG TTT GTG ACC GCT GCT GGG 1632 
Glu Lys Arg Asp His Met Val Leu Leu Glu Phe Val Thr Ala Ala Glv 
530 535 540 

ATC ACA CAT GGC ATG GAC GAG CTG TAC AAG TGA 1665 
He Thr His Gly Met Asp Glu Leu Tyr Lys 
545 550 



(2) INFORMATION FOR SEQ ID NO: 2: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 1677 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2: 



ATG AGC AAG GGC GAG GAA CTG TTC ACT GGC GTG GTC CCA ATT CTC GTG 4 8 

Met Ser Lys Gly Glu Glu Leu Phe Thr Gly Val Val Pro He Leu Val 
^ 5 10 15 
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GAA CTG GAT GGC GAT GTG AAT GGG CAC AAA TTT TCT GTC AGC rrn rnr- 
Glu Leu Asp Gly Asp Val Asn Gly His Lys Phe S.r vTl Sec G^y clu 
20 25 30 

GGT GAA GGT GAT GCC ACA TAG GGA AAG CTC ACC CTG AAA TTC ATC TCr 
Gly Glu Gly Asp Ala Thr Tyr Gly Lys Leu Thr Leu P^e llo Cvs 

^K*^ ^f"^ ^"^"^ "^^"^ ^^'^ ^C'^ TGG CCA ACA CTG GTC ACT ACC TTr 

Thr Thr Gly Lys Leu Pro Val Pro Trp Pro Thr Leu Val Thr Jhr pJe 

ACC TAT GGC GTG CAG TGC TTT TCC AGA TAC CCA GAC CAT ATG AAG Cflr 
Thr Tyr Gly Val Gin Cys Phe Ser Arg Tyr Pro Asp hTs tZt Sn' 

80 

CAT GAC TTT TTC AAG AGC GCC ATG CCC GAG GGC TAT GTG CAG GAG AGA 
Hxs Asp Phe Phe Lys Ser Ala Met Pro Glu Gly Tyr Val Gl^ tin 

85 go y 



95 

ACC |tC TTT TTC AAA GAT GAC GGG AAC TAC AAG ACC CGC GCT GAA GTC 
Thr lie Phe Phe Lys Asp Asp Gly Asn Tyr Lys Thr Arg Ala Glu vll 

105 110 

fC^ ""f" ''''^ '^^'^ ^TC GAG CTG AAG GGC ATT 

Lys Phe Glu Gly Asp Thr Leu Val Asn Arg He Glu Leu Lys Gly zll 
-113 120 125 

GAC TTT AAG GAG GAT GGA AAC ATT CTC GGC CAC AAG CTG GAA TAC AAr 
A3P Phe Ly3 Glu Asp Gly Asn He Leu Gly His Lys Leu Jy^ JJJ 

135 140 

ItZ I"^^ '^^^ ^"^^ ATG GCC GAC AAG CAA AAG AAT GGC 

Tyr Asn Ser Hxs Asn Val Tyr He Met Ala Asp Lys Gin Gly 

150 155 

ATC AAG GTC AAC TTC AAG ATC AGA CAC AAC ATT GAG GAT GGA TCC GTr 
He Lys val Asn Phe Lys He Arg His Asn He Glu Asp tly ler vli 
165 170 

^tn ^''^ ^^"^ "^^^ -^CT CCA ATC GGC GAC GGC CCT 

Gin Leu Ala Asp His Tyr Gin Gin Asn Thr Pro He Glv Asp Gly Pro 
180 185 ' 190 ^ 

GTG CTC CTC CCA GAC AAC CAT TAC CTG TCC ACC CAG TCT GCC CTG TCT 
val Leu Leu Pro Asp Asn His Tyr Leu Ser Thr Gin Ser Ala llu III 

200 205 

AAA GAT CCC AAC GAA AAG AGA GAC CAC ATG GTC CTG CTG GAG TTT GTG 
Lys ASP Pro Asn Glu Lys Arg Asp His Met Val Leu Leu Glu pJI vll 

215 220 

ACC GCT GCT GGG ATC ACA CAT GGC ATG GAC GAG CTG TAC AAG GGG Tnr- 
Thr Ala Ala Gly He Thr His Gly Met Asp Glu Leu Tyr JJs Gly lyr 

235 240 

CAG ATC GAA TTC AGC TTA AAG ATG ACT TCG AAA GTT TAT GAT CCA GAA 
Gin He Glu Phe Ser Leu Lys Met Thr Ser Lys Val Tyr Asp Pro 
245 250 255 

^ ^""^ '^'^'^ '''''' ^""^ ^^"^ ^'^^ T<^G GCC AGA TGT AAA 

Gin Arg Lys Arg Met -He Thr Gly Pro Gin Trp Trp Ala Arg Cys lSJ 
260 265 270 

^ M^f ^^1 ^^'^ '^^^ ^'^'^ ^^'^ TAT TAT GAT TCA GAA AAA 

Gin Met Asn Val Leu Asp Ser Phe He Asn Tyr Tyr Asp Ser Glu LyS 
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275 280 285 

CAT GCA GAA AAT GCT GTT ATT TTT TTA CAT GGT AAC GCG GCC TCT TCT 912 

His Ala Giu Asn Ala Val He Phe Leu His Gly Asn Ala Ala Ser Ser 

290 295 300 

TAT TTA TGG CGA CAT GTT GTG CCA CAT ATT GAG CCA GTA GCG CGG TGT 960 

Tyr Leu Trp Arg His Val Val Pro His He Glu Pro Val Ala Arq Cys 

305 310 315 320 



1008 



1056 



ATT ATA CCA GAT CTT ATT GGT ATG GGC AAA TCA GGC AAA TCT GGT AAT 
He He Pro Asp Leu He Gly Met Gly Lys Ser Gly Lys Ser Gly Asn " 
325 330 335 " 

GGT TCT TAT AGG TTA CTT GAT CAT TAG AAA TAT CTT ACT GCA TGG TTT 
Gly Ser Tyr Arg Leu Leu Asp His Tyr Lys Tyr Leu Thr Ala Trp Phe 
340 345 350 

GAA CTT CTT AAT TTA CCA AAG AAG ATC ATT TTT GTC GGC CAT GAT TGG 1104 
Glu Leu Leu Asn Leu Pro Lys Lys He He Phe Val Gly His Asp Trp 
355 360 365 

GGT GCT TGT TTG GCA TTT CAT TAT AGC TAT GAG CAT CAA GAT AAG ATC 1152 
Gly Ala Cys Leu Ala Phe His Tyr Ser Tyr Glu His Gin Asp Lys He 
370 375 380 

AAA GCA ATA GTT CAC GCT GAA AGT GTA GTA GAT GTG ATT GAA TCA TGG 12 00 

Lys Ala He Val His Ala Glu Ser Val Val Asp Val He Glu Ser Trp 
365 390 395 400 

GAT GAA TGG CCT GAT ATT GAA GAA GAT ATT GCG TTG ATC AAA TCT GAA 1248 
Asp Glu Trp Pro Asp He Glu Glu Asp He Ala Leu He Lys Ser Glu 
405 410 415 

GAA GGA GAA AAA ATG GTT TTG GAG AAT AAC TTC TTC GTG GAA ACC ATG 12 96 

Glu Gly Glu Lys Met Val Leu Glu Asn Asn Phe Phe Val Glu Thr Met 
420 425 430 

TTG CCA TCA AAA ATC ATG AGA AAG TTA GAA CCA GAA GAA TTT GCA GCA 134 4 

Leu Pro Ser Lys He Met Arg Lys Leu Glu Pro Glu Glu Phe Ala Ala 
435 440 445 

TAT CTT GAA CCA TTC AAA GAG AAA GGT GAA GTT CGT CGT CCA ACA TTA 13 92 

Tyr Leu Glu Pro Phe Lys Glu Lys Gly Glu Val Arg Arg Pro Thr Leu 
450 455 460 

TCA TGG CCT CGT GAA ATC CCG TTA GTA AAA GGT GGT AAA CCT GAC GTT 1440 
Ser Trp Pro Arg Glu He Pro Leu Val Lys Gly Gly Lys Pro Asp Val 
465 470 475 480 

GTA CAA ATT GTT AGG AAT TAT AAT GCT TAT CTA CGT GCA AGT GAT GAT 14 88 

Val Gin He Val Arg Asn tyr Asn Ala Tyr Leu Arg Ala Ser Asp Asp 
485 490 495 

TTA CCA AAA ATG TTT ATT GAA TCG GAT CCA GGA TTG TTT TCC AAT GCT 1536 
Leu Pro Lys Met Phe He Glu Ser Asp Pro Gly Phe Phe Ser Asn Ala 
500 505 510 ' 

ATT GTT GAA GGC GCC AAG AAG TTT CCT AAT ACT GAA TTT GTC AAA GTA 158 4 

He Val Glu Gly Ala Lys Lys Phe Pro Asn Thr Glu Phe Val Lvs Val 
515 520 525 

AAA GGT CTT CAT TTT TCG CAA GAA GAT GCA CCT GAT GAA ATG GGA AAA 1632 
Lys Gly Leu His Phe Ser Gin Glu Asp Ala Pro Asp Glu Met Gly Lvs 
530 535 540 
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TAT 
Tyr 
545 



ATC AAA TCG 
lie Lys Ser 



TTC GTT 
Phe Val 
550 



GAG CGA GTT CTC AAA AAT GAA CAA TAA 
Giu Arg Vai Leu Lys Asn Giu Gin *** 
555 



1677 



(3) INFORMATION FOR SEQ ID NO: 3: 

(1) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 29 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3: 

CTGCAGAGGA GGAATTCAGC TTAAAGATG 



(4) INFORMATION FOR SEQ ID NO: 4: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 26 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 
: (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 4: 

GCGGCCGCTT GTTCATTTTT GAGAAC 



(5) INFORMATION FOR SEQ ID NO : 5 : 

(1) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 30 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 5: 

GGGGTACCCC ATGAGC7VAGG GCGAGGAACT 



(6) INFO^RMATION FOR SEQ ID NO: 6: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 31 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(XI) SEQUENCE DESCRIPTION: SEQ ID NO : 6 : 

GGGGTACCCC TTGTACAGCT CGTCCATGCC A 



(7) INFORMATION FOR SEQ ID NO: 7: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 27 base pairs 

(B) TYPE: nucleic acid 
(CJ STRANDEDNESS: single 
(D) TOPOLOGY: linear 

(Xi) SEQUENCE DESCRI PTION : SEQ ID NO: 7: 

CCCGGGAGGA GGTACCCCAT GAGCAAG 
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WE CLAIM: 

1. A protein comprising a polypeptide having both luciferase and GFP activities or 
biologically active variants thereof. 

2. A recombinant protein according to claim 1. 

5 3. A protein according to claim 1 , having an amino acid sequence as set forth in SEQ 

IDNO:l. 

4. A high affinity monoclonal antibody which immunoreacts with the polypeptide of 
claim 1. 

5. The antibody of claim 4 having an Fc portion selected from the group consisting of 
10 the IgM class, the IgG class and the IgA class. 

6. A protein recognized by a monoclonal antibody having affinity to the polypeptide of 
claim 1. 

7. The protein of claim 1 in purified and isolated form. 

8. A DNA sequence coding for a protein according to claim 1. or its complementary 
15 strands. 

9. A DNA sequence which hybridizes to a DNA sequence according to claim 8 and 
which codes on expression for a polypeptide having both luciferase and GFP activities, or its 
complementary strands. 

10. A high affinity monoclonaT antibody which immunoreacts with a polypeptide 
20 having both luciferase and GFP activities. 

11. A purified and isolated DNA molecule comprising a polynucleotide coding for a 
polypeptide having both luciferase and GFP activities, or its complementary strands. 

12. The DNA of claim 1 1 . wherein the polynucleotide comprises the sequence as set 
forth in SEQ ID N0:1. 

^3. A vector containing a DNA molecule coding for a polypeptide having both 
luciferase and GFP activities. 

14. The vector of claim 13, wherein the polynucleotide comprises the sequence as set 
forth in SEQ ID NO:l. 

15. A prokatyotic or eukaryotic host cell stably transfonned or transfected by the 
30 vector of claim 13. 

16. A method of making a polypeptide having both luciferase and GFP activities, the 
method comprising the steps of: 
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(a) culturing a microorganism transformed with a polynucleotide coding for a 
polypeptide having both luciferase and GFP activities; and 

(b) recovering the polypeptide having both luciferase and GFP activities. 

17. A method of quantifying promoter activations and GFP fluorescence based on 
luciferase activity measurements, the method comprising the step of providing the polypeptide 
according to claim 1 . 

18. A method of making a monoclonal antibody which immunoreacts with a 
polypeptide having both luciferase and GFP activities, the method comprising the steps of: 

(a) administering to a host a polypeptide having both luciferase and GFP 
activities in an amount sufficient to induce the production of antibodies to the 
polypeptide; 

(b) recovering the antibody-producing cells from the host; 

(c) forming cell hybrids by fusing the antibody-producing cell to cells capable 
of substantially unlimited reproduction; 

^5 (d) culwring the hybrids; and 

(e) collecting the monoclonal antibodies as a product of the hybrids. 

19. A method of monitoring gene expression quantitatively and qualitatively in a cell 
using a gene fusion constnict coding for a polypeptide having both luciferase and GFP 
activities, the method comprising the steps of: 

(a) providing a gene fusion construct coding for a polypeptide having both 
Renilla luciferase and GFP activity; 

(b) introducing the gene fusion construct into the cell; 

(c) maintaining the cell containing the gene f\ision construct in a manner 
allowing the cell to express the polypeptide; and 

(d) measuring the cell for luciferase and fluorescent activity. 

20. The method of claim 19, where the step of providing comprises providing a 
construct including a polynucleotide sequence as set forth in SEQ ID NO:l. 

21 . A method of monitoring gene expression quantitatively and qualitatively in a cell 
using a gene fusion construct coding for a polypeptide having both luciferase and GFP 

30 activities, the method comprising the steps of: 

(a) providing a gene fusion construct comprising the protein of claim 1; 

(b) introducing the gene fusion construct into the cell; 



20 
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(c) maintaining the cell containing the gene fusion construct in a manner 
allowing the cell to express the polypeptide; and 

(d) measuring the cell for luciferase and fluorescent activity. 
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FIG. 2 
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A. CLASSIFICATION OF SUBJECT MATTER: 
IPC (6); 

CI2P aiAM, 21/06; C12N 1/20, 9/02, 15/09; C07K 14/QO, 16/00; C07H 21/04 

A. CLASSIFICATION OF SUBJECT MATTER: 
US CL : 

435/69.U 69.7, 189. 252J, 320.1; 330/350, 3«8.l; 536iUa, 23.4, 23.5 

BOX II. OBSERVATIONS WHERE UNITY OF INVENTION WAS LACKING 
This ISA found mttltipl« tovmbooi mm follows: 

This appliG«tk>a cootemt th« fotkiwi&g taveo6oat or groupa of tnveodoot which are not so linked as to fonn a single 
mveative concept under PCT Rule 13.1. In order for nil inventionf to be seerched, the npproprUte additipael seatch fees 
must be pnid. 

Oroup I, cUiai(s)t-3, 6 and 7, drawn to a fusion pcoCein having both lucifermac and OFF activities. 
Ofoup II, ctAi0(s) 4, 5 and 10, drawn to a monoclonal antibody against aaid fiiaioo pcotota. 

Group III, Glaiffl(s) &, 9 and ll<17, drawn to a DNA encoding said fitstoo protein, a vector conUining said DNA, a cell 
trantfonned with the same, a method of producing said fusion protein using a transformed cell and 1st method of use of 
said DNA. 

Group rV. claim 18, drswn to a method of making a monoclonal antibody. 

Oroup V, cUim(s) 19*21, drawn to 2nd method of use of DNA encoding fusion protein. 

The tovenCions listed as Groups 1-V do not rotate to a single inventive concept under PCT Rule 13.1 because, under PCT 
Rule 13 JE, they lack the same or corre s pond i ng special technical features for the following reasons: a fusion protein of 
Group I, an antibody of Oroup II and a DNA of Group III are difTcreot compounds with different stntctures, functions 
and utilities. LucifiMaae and OFF as well DNAs encoding them and gene fusion constntcta based on each of them are 
knows in the prior art. An antibody against both proteins are known. Therefore, a fusion protein containing either 
hiciferaae or GFP lacks a special tec h nical feaUtro with a DNA encoding thereof and an antibody against it 

Inventiooa of Groups IV and V are drawn to materially differeot methods. Method of Group IV employs immunizatioa 
of an animal with a foaion protein and a hybridoma production, wbereAS a method of Group V employs a DNA construct 
encoding a fusion protein. 

PCT Rule L475(d) does not provide for multiple products or methods within a single application and therefore, unity of 
invention is lacking with regard to Groups l-V. 
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